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Table TI. Spectral Data of Various Amylase Preparation

Absorption Max. / Min. 280 / 260
Enzyme

Max. Min. Ratio Ratio
Malt diastase 276 250 1.42 1.22
Takadiastase 280 250 1.69 1.50
Takadiastase 280 250 1.46 1.34
Takadiastase 280 250 1.57 1.39
Biodiastase 280 250 1.55 1.48
Biodiastase 500 280 250 1.55 1.48
Biodiastase 700 280 250 1.55 1.48
Biodiastase 1000 280 249 1.64 1.58
Biodiastase 2000 278 249 2.46 1.73
Rhozyme 276 250 1.33 1.18
Sanactase 277 259 1.04 1.04
Starase 278 255 1.24 1.19
Vernase 278 256 1.14 1.08
Vernase 276 252 1.28 1.14
Diasmen 276 256 1.25 1.12
Diasmen SS 280 257 1.26 1.21
Biotamylase — — 1.00 0.97
Biotamylase A1000 280 254 1.17 1.15
Biotamylase P1000 280 254 1.12 1.11
Bacterial amylase 276 246 2.33 1.33
Amyloliquifase 276 248 1.18 1.04
Pancreatin 260 240 1.53 0.69
Pancreatin 260 240 1.54 0.70
Protamylase 260 240 1.49 0.70
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mp/260mp [ 1,202 & 757
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T o5 7 —YHIOREEEE ML Table IT w/R3-in < RIRBRE, MIBER, MEE & OREIR X 2408
OFEFHBHID I 12V WEFAME R R LT 5. 20BN — 2 ZIRIEA 278. 2mu, B/ 252. 9
mp, WRSREA/ Bl s/ N 1. 585, 280mp/260mp Hi31.338C, 733 —%, Fusry—+, ) —¥D=k
HBERAID 55 F 0 7 7 — LR RO DR MR L ESNE. ChbDTasr 7 — YT oy 7
— e, PR VET e F T YR GELTHERARATHDBE, T, BNV, 4T n—€REDEE



it PR, DAREKEE MHZERE % RIER : BERAIDBISE (3D 109

Table TI. Spectral Data of Various Protease Preparation

Absorption Max. / Min. 280 / 260
Enzyme

Max. Min, Ratio Ratio
Molsin 278 255 1.15 1.12
Pepsin 274 253 1.34 1.18
Panprosin 278 265 1.02 1.00
Prozyme 30, 000 279 252 1.15 1.15
Prozyme 70, 000 279 252 1.66 1.46
Prozyme 100, 000 279 251 2.03 1.63
Pronase A 278 250 1.66 1.40
Protease F 278 252 1.89 1.60
Protease P2 278 246 2. 56 1.34
Papain 278 250 1.68 1.35
Samprose F 280 257 1.54 1.46
Thermoase P25 ‘ 280 255 1.28 1.28
Purified thermoase 278 250 1.65 1.43
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EEMIERC D TEB RS DD 7.

2-2-4 UYNR—tEEHELIERR

)8 —EENE, BRI S5 & H DY HRIFED & DAFEET 58— RZMD TEWb D LIS, £

OFEH 7 — 2 ZRDOML Th -l TUUERK 271. 6mp, Bl 247. 8myp, WA/ T/ 1. 402, 280
my /260mp 1. 042.

2-2-5 ZOH{OBEEHE
TENCAHEINTHWEINIF )77 5—ERLOCRRE I VI 7 ¢ T — ¥k, —MicHEAEL 280mpu /
260mp HD{EAN 25 ) 773 5 =212 0.985, Zuy 75—k 1.097 Tdh -7

3. = #

TR AID R R & RANRBIN 2 R 7 b vk LORIE L DHER L7z, 2 O & RiIR i YRR 5
LEENRE L, BYEEMEEREOBRIIMEREL - i, BEIITIE, To77—¥H, £V —¥Hhi
—MCHENE <, ) - FENEMERRRD TR - 7. DLED Z & BE K X WV HIRIN T BRI EE MM
BidE <, MEOHAR LMEXITHEIT b0 LB h 5.



110 [FR=ENE S N S Vol. 17
Table M. Spectral Data of Cellulase, Lipase and The Other Preparations
Absorption Max. /Min. 280 / 260
Enzyme
Max. Min. Ratio Ratio
Cellulase AP 278 255 1.21 1.17
Cellulosin AP 280 251 2.12 1.71
Pancellulase 280 255 1.62 1.57
Taka-cellulase 274 255 1.15 0.97
Lylypase 270 244 1.67 0.93
Lipase P 260 240 1.24 0.80
Lipase AP 280 254 1.39 1.33
Newlase 278 257 1.25 1.23
Polypase 270 244 1.46 0.92
Bacterial amylase H 270 246 1.22 0.98
Bacterial amylase (Novo) 275 265 1.01 0.99
Biozyme C 278 257 1.20 1.19
Gluczyme 278 257 1.23 1.22
Glutase 272 256 1.07 0.99
Smizyme 278 264 1.06 0.99
Table IV. Classification of Enzyme Preparations by Protein Purity
280 I/{aZt?c())mﬂ Classification
>1.6 Last purified enzyme Biodiastase 2, 000
Prozyme 100, 000
Protease F
Cellulosin AP
1.4—1.6 Secondary purified enzyme Taka-diastase
Biodiastase, — —700, —1,000
Samprose F
Prozyme 70, 000
Purified thermoase 25
Pronase A
Pancelase
1.2—1.4 Primary prified enzyme Malt diastase
Taka-diastase
Diasmen SS
Bacterial amylase
Protease P2
Papain
Lipase AP, Newlase
Thermoase P25
Gluczyme
<1.2 Crude enzyme Others
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Purity of commercial enzymes was investigated with the use of ultraviolet absorption spectra and
of absorption ratio. As the results it was found that with the regards to the origin of commercial
enzymes, these plant origin had higher purity than there from animal and bacterial origin. And that

with regards to enzyme preparations, proteinase and cellulase preparations had generally high purily, but

lipase preparations had low purity.
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